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For eŠective stock management, the genetic population structure was examined using nucleotide sequence variation of the mitochondrial control region. Samples were collected from four sites in the North Paciˆc Ocean, three sites in the South Indian Ocean, and one site in the North Atlantic Ocean. Signiˆcant diŠerences among samples from the oceans were observed, but no clear genetic diŠerences were observed among the sampling sites in each ocean. These results suggest that a single genetic stock is formed in each ocean. Table 1 . For locality, see Table 1 and Fig. 1 . indicates signiˆcant diŠerence at the 5 level. Table 1 . 
